[MIAPS--programme system for order estimation of mutual similarity/dissimilarity of proteins behavior in time].
Statistical order estimation of mutual similarity/dissimilarity of proteins' behavior in time is the main purpose of the programme system MIAPS. Comparing with Correspondence Analysis (CA) method, mostly used so far, is simultaneously performed. Time series of 2-DE maps are requested as the data. MIAPS is available on http://www.lfhk.cuni.cz/knizekj/ and http://www.utia.cas.cz/user_data/sindelar/miaps.htm.